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  51 LEU

  98 CYS

 103 THR
 132 LEU

 196 LEU

 197 ASN

 307 TYR

 323 THR

 371 MET

 383 ILE

 386 MET

 387 PHE

 422 LYS

 469 LYS

 476 LYS

 486 GLU

 109 GLY

 385 GLY

 202 PRO

 340 PRO

 397 PRO

 474 PRO  198 ASN

 324 HIS

 487 LYS

84.8% (379/447) of all residues were in favored (98%) regions.

94.4% (422/447) of all residues were in allowed (>99.8%) regions.

There were 25 outliers (phi, psi):

      51 LEU (-42.9, -14.1)

      98 CYS (-50.1, 80.7)

     103 THR (-174.7, -39.7)

     109 GLY (-27.3, 172.9)

     132 LEU (-179.6, -32.1)

     196 LEU (-25.0, 88.8)

     197 ASN (26.4, 31.7)

     198 ASN (-116.6, -103.9)

     202 PRO (-104.6, -63.0)

     307 TYR (-63.4, -96.1)

     323 THR (102.7, 37.7)

     324 HIS (-172.3, 33.3)

     340 PRO (-46.2, -152.6)

     371 MET (-9.5, -48.2)

     383 ILE (66.3, 112.1)

     385 GLY (61.8, 99.9)

     386 MET (-173.7, -52.1)

     387 PHE (61.6, 107.1)

     397 PRO (-55.8, 74.5)

     422 LYS (161.5, -37.0)

     469 LYS (-57.4, -85.3)

     474 PRO (-62.2, -101.0)

     476 LYS (77.0, 116.1)

     486 GLU (88.1, 99.9)

     487 LYS (81.7, 97.7)

1W0E, model 1


